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CORRIGENDUM

Corrigendum: Genome sequencing in persistently unsolved
white matter disorders

In our article published in January 2020,' we performed a study of the diagnostic efficacy of genome sequencing in 41
unsolved cases with prior exome sequencing. We would like to acknowledge further support of this work by the
Commonwealth of Pennsylvania, Department of Health, Formula Grant, SAP 4100077047. The authors apologize for this
omission.
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